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Leishmania mexicana, GDP-mannose phosphorylase 3657 
picornavirus, PTB/nPTB 6899 
Pseudomonas aeruginosa, determinants, Tat system 6735 
regulation, InvF/SicA, Salmonella typhimurium 1850 
Virulence proteins 
bacteria, expression/function, model system, Saccharomyces cerevisiae 
1840 
Virus-induced disease 
regulation, PTB/nPTB, picornavirus 6899 
Von Hippel-Lindau tumour suppressor protein 
hypoxia-inducible factor-a interaction, regulation, prolyl hydroxylation, 
destruction domains, independent function 5197 
Vrplip 
functions, actin patches/cytokinesis, independence 6979 
WASp-VASP complex 
actin polymerization regulation, plasma membrane 5603 
Water channels 
aquaporin 4, polarized trafficking/surface expression, molecular 
mechanisms 7008 
WD-40 repeat proteins 
Lst8p, RTG genes, regulation, yeast 7209 
weel kinase 
gene, transactivation, c-Fos/mitosis 4618 
Werner syndrome 
genomic instability, WRN-FEN-1 interaction 5791 
pathogenesis, telomere defects 905 
Werner syndrome protein 
interaction with flap endonuclease |, cleavage activity stimulation 5791 
Wilms’ tumour 
WT/, role in haematopoietic cells differentiation/quiescence 1897 
Wht signalling 
inhibition, PP2A/B56 subunit, Xenopus 4122 
Wnt-f-catenin pathway 
negative regulation, HBP! 4500 
Wound healing 
increased rate, telomerase, KS-mTERT transgenic mouse 2619 
role of activin, mouse 5361 
Xenopus 
CAF-1, large subunit dimerization, role, development 2015 
development, Spemann organizer, head induction, medal review 631 
Wnt signalling, inhibition, PP2A/B56 subunit 4122 
Xenopus laevis 
apoptosis, induction, role of DNA hypomethylation 1963 
DNA replication, control, ORC/SPF/licensing, early embryo 3293 
kinesin-II, Xklp3A/B, cloning/heterodimer formation 3370 
XIAP 
caspase 3 inhibition, apoptosis 3114 
XMAP215-. 
microtubule dynamics regulation, Xenopus egg extracts 397 
XPA-RPA 
double-check probing, DNA bending/unwinding 3554 
XRCC1 
interaction with APE! 6530 
XRCC3 
DNA repair, double-strand breaks, partial substitution, Rad52 5513 
YB-1 
mRNA stabilization, cap dependent 5491 
Yed2 
Schizosaccharomyces pombe, crystal structure 6601 
Yeast 
mtDNA, hypersuppressive petite, replication/uniparental inheritance 
1807 
osmotic stress, Skol regulation, Hog! MAP kinase 1123 
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snoRNA, U18, biosynthesis/processing, control, Nop|p—RntIp 
endonuclease interaction 6856 
SRP-dependent precursors, translocation, endoplasmic reticulum, 
Sec63p/Kar2p requirement 262 
Yellow fluorescent protein 
engineered disulfide redox switch, design/characterization 5853 
Yersinia 
virulence proteins, expression/function, model system, NSaccharomyces 
cerevisiae 1840 
Yersinia pseudotuberculosis 
pore formation, host cell membranes, role of actin polymerization 5373 
Zine 
role in metallothionein-I cell-specific expression, mouse 1114 
Zinc finger proteins 
tbZFP1/tbZFP2, Trypanosoma brucei differentiation/morphogenesis, 
control 6700 
Teashirt, role in Wingless-mediated transcriptional repression, 
Drosophila 137 
Zymocin 
Kluyveromyces lactis, signalling toxicity, role of Elongator, 
Saccharomyces cerevisiae 1993 














